Changes in immediate early gene activation in
- naive mouse B cells
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Results Summary

Pongubala, 2021 HiCUP Processing Report for Truncation and Mapping

Proportion of Interactions

* Successfully identified the significant
B promotr-promoe interactions between promoter regions
| in naive B cells that take place during

various timepoints after activation.

* |Immediate early genes Myc and Fos
were among these interactions.

* Next steps include to integrate existing
findings with public RNA seq data.
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