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Conclusion

PAβN sensitizes E. coli to Tiamulin:

Abstract
The eight steps that 
form the functional 
metagenomic pipe-
line.
Starting with  DNA 
extraction from the 
soil microbiome, all 
the way to 
sequencing and then 
the annotation of 
those sequences.
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Methods
Increase in antibiotic resistance over the past few 
decades.
This study specifically investigates Tiamulin, an 
antibiotic from the pleuromutilin family. 
E. coli isn’t typically susceptible to Tiamulin, but given 
with an efflux pump inhibitor, E. coli’s growth stops. 
A functional metagenomic selection and sequencing of 
resistant colonies gave resistance. 
The goal in this study is to find resistance genes, clone 
them, and measure E. coli tiamulin resistance.

How Tiamulin and PAβN work:

Results

PAβN makes tiamulin much more effective against E.coli.
Strong carboxylase presence found among inserts from functional metagenomic library after blastp. 
We hypothesize that the carboxylases may be modifying PAβN.
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